Generating programs for predicting the activity of functional sites.
The computer system ACTIVITY is intended for generating programs with which to predict the activity of functional sites by nucleotide sequences. ACTIVITY analyzes a basis set of nucleotide sequences with known activity. The novelty of this approach is that Zadeh's fuzzy logic and decision-making theory have been employed for determining the best "sequence-->activity" regression. The best one thus determined is then transformed into the text of a program with which the activity for any nucleotide sequence is to be predicted. Testing with independent data has proved this prediction reliable. We have compared our approach with the two commonly used on identical data sets to find the ACTIVITY-generated programs quite competitive.